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Background: 
Several areas of a bioprocess are critical for the control of glycosylation 
(a) Cell line:  Introduce a gene to overexpress a specific transferase enzyme  (Raymond et al 
2015 ) 
(b) Control of substrates in media (Villacres et al 2015) 
(c) Remodelling preformed glycoprotein  (Tayi and Butler, 2015; Tayi and Butler, 2017) 
  
Proposal 
(a)  Optimize reaction conditions for targeted glycoform production by enzymatic modification 
(b) Determine receptor binding capacity of specific glycoforms produced. 
(c) Focus on defucosylation using a novel fucosidase for enzymatic remodelling or use a fucose 
transferase inhibitor in the bioprocess.  Establish the relationship between fucosylated glycans 
and Fc receptor binding. 
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